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<210> 2 

<211> 3350 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 429905 

<220> 

<221> unsure 
<222> 3293 

<223> a, t, c, g, or other 
<400> 2 

gcgtgggata cccgtaccac agaaatgcag ggaccattgc ttcttccagg cctctgcttt 60 
ctgctgagcc tctttggagc tgtgactcag aaaaccaaaa cttcctgtgc taagtgcccc 120 
ccaaatgctt cctgtgtcaa taacactcac tgcacctgca accatggata tacttctgga 180 
tctgggcaga aactattcac attccccttg gagacatgta acgacattaa tgaatgtaca 240 
ccaccctata gtgtatattg tggatttaac gctgtatgtt acaatgtcga aggaagtttc 300 
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tactgtcaat gtgtcccagg atatagactg 
aatgagaaca cctgtcagga caccacctcc 
caaaagattg tggacaaatt tgagtcactt 
gggagacaag aaatctcatc cacagctacc 
ctagaaactg ccttgaaaga tccagaacaa 
gctattgaaa ctcaagcgat tacagacaat 
aacgtccaaa tgaactcaat ggacatccgt 
ggtcccagtg tcattgcctt tatctcatat 
ttttttgaag agatggataa gaaagatcaa 
gctattggac ccaaaaggaa cgtgtctctc 
gtgaagatga cccccagtac caaaaaggtc 
ggcagccagt ggtccaggga tggctgcttc 
tgtaattgca gtcacctgtc cagcttcgct 
gatcccgtgc tgactgtcat cacctacgtg 
ctggcggccc tcacttttct cctgtgtaaa 
ctgcagctct cgctctgcct cttcctggcc 
actgaaccca aggtgctgtg ctccatcatc 
gccttcacct ggatgctgct ggagggtgtg 
gtggtcaact actcaagcat caatagactc 
ggcgttcccg ctgtgactgt ggccatttct 
gctgatcgat gctggctcca cctggaccag 
tgtgccattt tctctgcgaa tttagtattg 
aaactttcct ccctcaatag tgaagtgtca 
aaagcaacag ctcagctctt catcctgggc 
ggtccagctg cccaggtcat ggcctacctc 
ttcatcttct tggtctactg cctcctcagc 
tttagagaga tcgtaaaatc aaaatctgag 
ggtcctgact caaaacccag tgagggggat 
taaaactaga atattcaact ccatatggaa 
gaagaatgaa gctaaggaaa agggaattca 
tcaaccttta cttcccaaac tgtttgttct 
aattgcattt ctcttcacta tggtgtattc 
atgaccactg caaatatttc cttgactttt 
cttagtccca ctcatcctaa acttgctctt 
aggctggagt gtagtggcat gatcgtagct 
ggttctccag cctcagcttc ccaaagtgct 
ccataaactt gctctttaaa ctcactcatt 
acttccttgc tagatacagg ctaatttttt 
tttcgctctt gttgcccagg ctggagtgca 
ttcaagcgat tcttctgcct cagcctccca 
tgtccggcta attttgtatt tttagtagag 
ctcgaactcc cagcctcagg tgatccacct 
aggcatgagc caccgtgccc agcccaggct 
tactgtcacc caggctggag tgcagtggtg 
tgggttcaag caattctcct gccttagcct 
ccatgcccag ctaattttgt atttttagtg 
gatctcaaac tcctgacctc aagcagcgat 
attacagaca caagccatcg cgcctgatga 
aagaaaaaaa agttatatga ggtaatcgta 
atgtagatat atttcaaaac atcctgttgt 
taaaacaaat aaataaataa atgtttaaag 

<210> 3 

<211> 153 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 429905H1 

<220> 

<221> unsure 

<222> 4, 8, 16, 19, 65 

<223> a, t, c, g, or other 

<400> 3 



cattctggga atgaacaatt cagtaattcc 3 60 
tcaaagacaa cccagggcag gaaagagctg 420 
ctcaccaatc agactttatg gagaacagaa 480 
actattctcc gggatgtgga atcgaaagtt 540 
aaagtcctga aaatccaaaa cgatagtgta 600 
tgctctgaag aaagaaagac attcaacttg 660 
tgcagtgaca tcatccaggg agacacacaa 720 
tcttctcttg gaaacatcat aaatgcaact 780 
gtgtatctga actctcaggt tgtgagtgct 840 
tccaagtctg tgacgctgac tttccagcac 900 
ttctgtgtct actggaagag cacagggcag 960 
ctgatacacg tgaacaagag tcacaccatg 1020 
gtcctgatgg ccctgaccag ccaggaggag 1080 
gggctgagcg tctctctgct gtgcctcctc 1140 
gccatccaga acaccagcac ctcactgcat 1200 
cacctcctct tcctcgtggg gattgatcga 1260 
gccggtgctt tgcactatct ctacctggcc 1320 
cacctcttcc tcactgcacg gaacctgaca 1380 
atgaagtgga tcatgttccc agtcggctat 1440 
gcagcctcct ggcctcacct ttatggaact 1500 
ggattcatgt ggagtttcct tggcccagtc 1560 
tttatcttgg tcttttggat tttgaaaaga 1620 
accatccaga acacaaggat gctggctttc 1680 
tgcacatggt gtctgggctt gctacaggtg 1740 
ttcaccatca tcaacagcct ccaaggcttc 1800 
cagcaggtcc agaaacaata tcaaaagtgg 1860 
tctgagacat acacactttc cagcaagatg 1920 
gtttttccag gacaagtgaa gagaaaatat 1980 
aatcatatcc atggatctct ttggcattat 2040 
ttaaacatat catccttgga gaggaagtaa 2100 
ccacaatagg ctctcaacaa atgtgtggta 2160 
agtcaatgct tgtccctgga aacccaaagc 2220 
tgtaaatgaa gaggtccttt tcctcaagtt 2280 
tttttaagac agagtttcac tctgtcaccc 2340 
cactgcagcc tcaaactcca gagctcaact 2400 
gggattacag gcatgagcca ctgcacctgg 2460 
ccctcaaacc atcagcttcc tactggcttt 2520 
tttttttttt tttttttttt tgagatggag 2580 
acggcgtgag tgcaacctct gcctcccggg 2640 
agtagctggc gttacaggta tggaccacca 2700 
acagggtttc tccatgttgg tcaggctggt 2760 
gacttggcct cccaagagtg ctgggattac 2820 
aacttatttt cttctgagac tgagtctcac 2880 
agatctaggc tcactgcaac ctctacctcc 2940 
cccgatagct gggactacaa gcacatgccg 3 000 
gagacaaggt ttcaccatgt tggccaggct 3060 
ccacctgccg gggcctccca aagtgctggg 3120 
gagattttaa gtgttctcac cacaaaaaaa 3180 
tattaattag cttgacttag tcattccacg 3240 
acatgataaa tatatatatt ttngtctata 3300 
tgtaaaaaaa aaaaaaaaag 3350 
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ggtngctngc gtgggntanc cgtaccacag gaatccaggg accattggtt ttttcagggc 60 
tctgntttct gctgaggctc tttggagctg tgactcagaa aaccaaaact tcctgtgcta 120 
agtgcccccc aaatgcttcc tgtgtcaata aca 153 



<210> 4 

<211> 320 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1837630F6 



<400> 4 

cggcacagta gagagcttcc 
gggaccattg cttcttccag 
gaaaaccaaa acttcctgtg 
ctgcacctgc aaccatggat 
ggagacatgt aacgacatta 
cgctgtgtgt tacaatgtcg 



agggctggct ggcgtgggat 
gcctctgctt tctgctgagc 
ctaagtgccc cccaaatgct 
atacttctgg atctgggcag 
atgaatgtac accaccctat 



acccgtacca cagaactgca 60 
ctctttggag ctgtgactca 120 
tcctgtgtca ataacactca 180 
aaactattca cattcccctt 240 
agtgtatatt gtggatttaa 3 00 
320 



<210> 5 

<211> 624 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 8009216H1 



<400> 5 

ggggaggaaa ggtggttggc ttacggcaca gtagagagct tccaggctgg ctggcgtggg 60 
atacccgtac cacagaaatg caggaccatt gcttcttcca ggcctctgct ttctgctgag 120 
cctctttgga gctgtgactc agaaaaccaa aacttcctgt gctaagtgcc ccccaaatgc 180 
ttcctgtgtc aataacactc actgcacctg caaccatgga tatacttctg gatctgggca 240 
gaaactattc acattcccct tggagacatg taacgacatt aatgaatgta caccacccta 300 
tagtgtatat tgtggattta acgctgtgtg ttacaatgtc gaaggaagtt tctactgtca 3 60 
atgtgtccca ggatatagac tgcattctgg gaatgaacaa ttcagtaatt ccaatgagaa 420 
cacctgtcag gacaccacct cctcaaagac aacccagggc aggaaagagc tgcaaaagat 480 
tgtggacaaa tttgagtcac ttctcaccaa tcagacttta tggagaacag aatggagaca 540 
agaaatctca tccacaggta ccactattct ccgggatgtg gaatcgaaag ttctagaaac 600 
tggcttgaaa gatccagaac aaaa 624 



<210> 6 

<211> 554 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1837630T6 



<400> 6 

caaacagctt gggaagtaaa ggttgattac ttcctctcca aggatgatat gtttaatgaa 60 
ttcccttttc cttagcttca ttcttcataa tgccaaagag atccatggat atgattttcc 120 
atatggagtt gaatattcta gttttaatat gttctcttca cttgtcctgg aaaaacatcc 180 
ccctcactgg gttttgagtc aggacccatc ttgctggaaa gtgtgtatgt ctcagactca 240 
gattttgatt ttacgatctc gctaaaccac ttttgatatt gtttctggac ctgctggctg 300 
aggaggcagt agaccaagaa gatgaagaag ccttggaggc tgttgatgat ggtgaagagg 3 60 
taggccatga cctgggcagc tggacccacc tgtagcaagc ccagacacca tgtgcagccc 420 
aggatgaaga gctgagctgt tgctttgaaa gccagcatcc ttgtgttctg gatggttgac 480 
acttcactat tgagggagga aagttttctt ttcaaaatcc aaaagaccaa gataaacaat 540 
actaaattcg caga 554 



<210> 7 
<211> 514 
<212> DNA 
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<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2438817F7 

<400> 7 

gggagacaca caaggtccca ggccattgcc 
taaatgcaac tttttttgaa gagatggata 
tgtgagtgct gctatggacc caaaaggaac 
ttccagcacg tgaagatgac ccccagtacc 
acagggcagg gcagccagtg gtccaggatg 
acaccatgtg taattgcagt cacctgtcca 
aggaggagga tcccgtgctg actgtcatca 
gcctcctcct ggcgggcctc acttttctcc 
cactgcatct gcagctctcg ctctggctct 

<210> 8 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 320551R1 

<220> 

<221> unsure 

<222> 6, 17, 76, 105 

<223> a, t, c, g, or other 



tttatctcat attcttctct ggaaacatca 60 
agaaagatca agtgtatctg aactctcagg 120 
gtgtctctct ccaagtctgt gacgctgact 180 
aaaaaggtct tctgtgtcta ctggaagagc 240 
gctgcttcct gatacacgtg aacaagagtc 300 
gcttcgctgt cctgatggcc ctgaccagcc 360 
cctacgtggg gctgagcgtc tctctgctgt 420 
tgtgtaaagc catccagaac accagcacct 480 
tcct 514 



<400> 8 

gtccanctgc ccaggtncat ggcctacctc 
cttcatcttc ttggtnctac tgcctcctca 
tggtttagag gagatcgtta aaatcaaaat 
aagatgggtc ctgactcaaa acccagtgta 
gaaaatatta aaactaggaa tattcaactc 
tggcattatg aagaatgaag ctaaggaaaa 
aggaagtaat caacctttac ttcccaagct 
tgtgtggtaa attgcatttc tcttc 



ttcaccatgc atcaacagcc tccaaggctt 60 
gccagcaggt ccagnaaaca atatcaaaag 120 
ctgagtctga ggacatacac actttccagc 180 
gggggatgtt tttccaggac aagtgaagag 240 
catatggaaa atcatatcca tggatctctt 300 
gggaattcat taaacatatc atccttggag 360 
gtttgttctc cacaataggc tctcaacaaa 420 
445 



<210> 9 

<211> 419 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> Incyte ID No: 524802R6 



<400> 9 

gaaatctcat ccacagctag cactattctc cgggatgtgg aatcgaaagt tctagaaact 60 
gccttgaaag atccagaaca aaaagtcctg aaaatccaaa acgatagtgt agctattgaa 120 
actcaagcga ttacagacaa ttgctctgaa gaaagaaaga cattcaactt gaacgtccaa 180 
atgaactcaa tggacatccg ttgcagtgac atcatccagg gagacacaca aggtcccagt 240 
gccattgcct ttatctcata ttcttctctt ggaaacatca taaatgcaac tttttttgaa 300 
gagatggata agaaagatca agtgtatctg aactctcagg ttgtgagtgc tgctattgga 360 
cccaaaagga acgtgtctct ctccaagtct gtgacgctga ctttccagca cgtgaagat 419 

<210> 10 

<211> 598 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 7749732H1 
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<400> 10 

cagcacctca ctgcatctgc agctctcgct ctgcctcttc ctggcccacc tcctcttcct 60 
cgtggggatt gatcgaactg aacccaaggt gctgtgctcc atcatcgccg gtgctttgca 120 
ctatctctac ctggccgcct tcacctggat gctgctggag ggtgtgcacc tcttcctcac 180 
tgcacggaac ctgacagtgg tcaactactc aagcatcaat agactcatga agtggatcat 240 
gttcccagtc ggctatggcg ttcccgctgt gactgtggcc atttctgcag cctcctggcc 3 00 
tcacctttat ggaactgctg atcgatgctg gctccacctg gaccagggat tcatgtggag 360 
tttccttggc ccagtctgtg ccattttctc tgcgaattta gtattgttta tcttggtctt 420 
ttggattttg aaaagaaaac tttcctccct caatagtgaa gtgtcaacca tccagaacac 480 
aaggatgctg gctttcaaag caacagctca gctcttcatc ctgggctgca catggtgtct 540 
gggcttgcta caggtgggtc cagctgccca ggtcatggcc tacctcttca ccatcatc 598 

<210> 11 

<211> 886 

<212> PRT 

<213> Homo sapiens 

<300> 

<308> Genbank ID Wo: g784994 
<400> 11 
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